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» Profile
· Ph.D. in Computer Science with 20 years of industry experience
· Research and hands-on development of Computer Vision and 3D Computational Geometry algorithms 
· Hands on experience in Deep Learning
· Practical experience in 3D Medical Imaging, Structural Biology and Computer-Aided Drug Design.
· Partial experience in developing Natural Language Processing (NLP) systems

» Education
Ph.D. in Computer Science  				 	Tel Aviv University 		2004 – 2008
M.SC. in Computer Science, Summa cum laude                  		Tel Aviv University 		1999– 2003
B.Sc. in Mathematics & Computer Science, Magna cum laude 	Tel Aviv University		1995 –1998

» Work Experience	
	2015-Present
	Computer Vision Researcher                           
	YI Technologies, Inc.

	
· Research and development of Deep Learning algorithms for Computer Vision projects, such as Image-to-Image Translation by GANs, Pose-Estimation and Classification with noisy-labels. The algorithms were developed for both embedded and cloud systems and employ semi-supervised and unsupervised techniques. My role includes finding new technologies, initiating research into new areas as well as some involvement in product design. (Tensorflow, Python, C++)


	2008-2015
	Algorithm Developer                           
	Algotec Systems Ltd.

	
· Research and implementation of Computer Vision algorithms for 3D segmentation of anatomical structures in medical images, such as CT and MRI (C++)
· Developing Natural Language Processing (NLP) system for finding discrepancies in medical reports as well as semantic search engines and aggregation tools (C#, Java using UIMA, cTAKES, SolR and ElasticSearch)


	2001-2008
	Researcher                           
	Ramot, Tel Aviv University

	
· Development of computational algorithms that synergistically utilize knowledge in Chemistry, Biology and Computer science for structural analysis of biological molecules and computer-aided drug design, employing techniques from Computer Vision, Computational Geometry and Graph Theory (C++)
· Web-site: http://www.cs.tau.ac.il/research/oranit.dror


	2004-2008
	Lecturer and Teaching Instructor
	Tel Aviv University

	[bookmark: _GoBack]
· Courses at the school of Computer Science: ‘Object Oriented Programming with Java’, ‘Software1’, ‘Scientific Writing’ and ‘Structural Bioinformatics’.


	1999-2001
	Software Engineer
	Vigil Technologies Ltd.

	
· Developing an intelligent semantic-based search engine in an Internet startup company. First in a team implementing a server farm, and later in the core engine team (Java)


	1998-1999
	Software Engineer
	HyNEX Ltd.

	
· Developing the client side of an ATM communication management system in a startup company (Java)


	1999
	Lecturer
	Open University

	
· "Assembly" Course at the school of Computer Science 



» Patents 
1. Ilya Blayvas, Pavel Nosko, Mica Arie Nachimson, Oranit Dror, Ron Fridental, Ophir Gvirzer, Gal Perets, Alex Rosen, Denis Simakov, Masha Zeldin (2016),  Computer Vision Based Driver Assistance Devices, Systems, Methods and Associated Computer Executable Code, US15/203,881.
2. Oranit Dror, Guy Engelhard (2015), Method and system for spatial segmentation of anatomical structures, US15/162,663.
3. Oranit Dror, Amir Yaakobi, Uri Einav and Guy Engelhard (2012), Method and systems for three-dimensional image segmentation, US 13/367,704.
4. Yaron Ostrovsky-Berman, Hadar Porat, Oranit Dror, Tiferet Gazit and Michael Slutsky (2010), User interface for selecting paths in an image, US 12/953,491.
5. Yaron Ostrovsky-Berman, Hadar Porat, Tiferet Gazit, Oranit Dror and Michael Slutsky (2010), Method and system for blood vessel segmentation and classification, US 12/781,836.
» Publications 
1. O. Dror*, D. Schneidman-Duhovny*, Y. Inbar*, R. Nussinov and H. J. Wolfson (2009). Novel approach for efficient pharmacophore-based virtual screening: Method and Applications, Journal of Chemical Information and Modeling, 49(10):2333-2343.
2. M. Abraham, O. Dror, R. Nussinov and H. J. Wolfson (2008). Analysis and classification of  RNA tertiary structures, RNA, 14, 2274-2289. 
3. D. Schneidman-Duhovny*, O. Dror*, D, Y. Inbar*, R. Nussinov and H. J.Wolfson (2008). Deterministic pharmacophore detection via multiple flexible alignment of drug-like molecules, Journal of Computational Biology, 737.754. 
4. O. Dror*, D. Schneidman-Duhovny*, A. Shulman-Peleg*, R. Nussinov, H. J. Wolfson and R. Sharan (2008). Structural similarity of genetically interacting proteins, BMC Systems  Biology, 2, 69. This work was also accepted for oral presentation in the 2nd Annual RECOMB Satellite Workshop on Systems Biology. 
5. D. Schneidman-Duhovny*, O. Dror*, Y. Inbar*, R. Nussinov and H. J. Wolfson (2008). PharmaGist: A server for ligand based pharmacophore detection, Nucleic Acids Research, Nucleic Acids Research, 36, W223-W228. 
6. Y. Inbar*, D. Schneidman-Duhovny*, O. Dror*, R. Nussinov and H. J.Wolfson (2007).  Deterministic pharmacophore detection via multiple flexible alignment of drug-like molecules. In the Proceedings of the 11th Annual International Conference on Research in Computational Molecular Biology (RECOMB), vol. 3692 of Lecture Notes in Computer Science, pp. 423-434. Springer.
7. O. Dror, K. Lasker, R. Nussinov, and H.J.Wolfson (2007), EMatch: an efficient method for aligning atomic resolution subunits into intermediate resolution cryo-EM Maps of large macromolecular assemblies, Acta Crystallography, D63, 42-49. 
8. K. Lasker, O. Dror, M. Shatsky, R. Nussinov and H. J. Wolfson (2007). EMatch: discovery  of high resolution structural homologues of protein domains in intermediate resolution cryo-EM Maps, IEEE/ACM Transactions on Computational Biology and Bioinformatics, 4, 28-39 (cover paper). 
K. Lasker, O. Dror, H. Benyamini, R. Nussinov and H. J. Wolfson (2005). Discovery of protein substructures in EM Maps. Proceedings of the 5th International Workshop on Algorithms in Bioinformatics (WABI), vol. 3692 of Lecture Notes in Computer Science, pp. 423-434. Springer
9. O. Dror, R. Nussinov, and H. J. Wolfson (2006). The ARTS web server for aligning RNA tertiary structures, Nucleic Acids Research, 34:W412-W415. 
10. O. Dror*, A. Shulman-Peleg*, R. Nussinov, and H. J. Wolfson (2006). Predicting molecular interactions in silico: I. An updated guide to pharmacophore identification and its applications to drug design, Frontiers in Medicinal Chemistry, 3, 551-584.
O. Dror*, A. Shulman-Peleg*, R. Nussinov, and H. J. Wolfson (2004). Predicting molecular interactions in silico: I. A guide to pharmacophore identification and its applications to drug design. Current Medicinal Chemistry, 11, 71-90. 
11. H. J.Wolfson, M. Shatsky, D. Schneidman-Duhovny, O. Dror, A. Shulman-Peleg, B. Ma, and R. Nussinov (2005). From structure to function: methods and applications. Current Protein and Peptide Science, 6, 171-183. 
12. O. Dror, R. Nussinov and H. J. Wolfson (2005). ARTS: alignment of RNA tertiary structures. Proceedings of the 4th European Conference on Computational Biology/6th Meeting of the Spanish Bioinformatics Network (ECCB/JBI\u201905). Bioinformatics, 21, ii47-ii53. 
13. M. Shatsky , O. Dror, D. Schneidman-Duhovny, R. Nussinov and H. J. Wolfson (2004). BioInfo3D: a suite of tools for structural bioinformatics. Nucleic Acids Research, 32, W503-W507.
14. D. Schneidman-Duhovny, Y. Inbar, V. Polak, M. Shatsky, I. Halperin, H. Benyamini, A. Barzilai, O. Dror, N. Haspel, R. Nussinov, and H. J. Wolfson (2003). Taking geometry to its edge: fast unbound rigid (and hinge-bent) docking. Proteins, 52, 107-112.
15. O. Dror, H. Benyamini, R. Nussinov, and H. J. Wolfson (2003). Multiple structural alignment by secondary structures: Algorithm and applications. Protein Sci., 12, 2492-2507.
16. O. Dror, H. Benyamini, R. Nussinov and H. J. Wolfson (2003). MASS: multiple structural alignment by secondary structures. Proceedings of the 11th International Conference on Intelligent Systems for Molecular Biology (ISMB), Bioinformatics, 19 Suppl. 1, i95-i104. 

* Equal Contribution
» Honors and Awards
2005-2008 	Eshkol Fellowship for Ph.D. Students, Israel Ministry of Science 
2007	Best Poster Award, The 5th European Conference on Computational Biology 
2006	Excellence Prize, School of Computer Science, Tel Aviv University 
2004-2005	Ph.D. President/Rector Scholarship, Tel Aviv University
1997,1998	Dean's Distinction, Faculty of Exact Sciences, Tel Aviv University 
» Other Academic Activities 
Active participation in international conferences and invited talks abroad: RECOMB 2007 (poster & paper), ECCB 2007 (2 posters), the lab of Steven E. Brenner (UC Berkeley, 2007), the lab of Andrej Sali (UCSF San Francisco, 2007), ECCB 2005 (paper), ‘Exploring Protein Structure’ Conference 2005 (poster), ISMB 2003 (paper), RECOMB 2003 (poster) 

Invited Reviewer for the following journals and conferences: ISMB 2008, Nucleic Acids Res. 2007, Drug Discov. Today 2007, Curr. Med. Chem. 2007, BMC Bioinf. 2007, RECOMB 2006, BMC Struct. Biol. 2005.
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